Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.044; wR factor = 0.122; data-to-parameter ratio = 17.2.
Experimental
Crystal data 
Data collection
Bruker Kappa APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2004) T min = 0.965, T max = 0.982 6320 measured reflections 2738 independent reflections 1593 reflections with I > 2(I) R int = 0.027 Refinement R[F 2 > 2(F 2 )] = 0.044 wR(F 2 ) = 0.122 S = 1.01 2738 reflections 159 parameters 1 restraint H atoms treated by a mixture of independent and constrained refinement Á max = 0.13 e Å À3 Á min = À0.15 e Å À3 Table 1 Hydrogen-bond geometry (Å , ) .
O2-H2 0 Á Á ÁN1 0.87 (2) 1.84 (2) 2.625 (2) 148 (2) Data collection: APEX2 (Bruker, 2004); cell refinement: SAINT (Bruker, 2004); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2010); software used to prepare material for publication: SHELXL97 and publCIF (Westrip, 2010 spectrum of bilogical activity such as antitumor (Gul et al., 2003 ), antibacterial (Kumaraswamy & Vaidya, 2005 ) and many others.
The present compound is analogous to salicylaldehyde azine, in which the fourth position is substituted. The salicyladehyde azine was characterized previously (Acrovito et al., 1969) as luminescent and thermochromic substance in the solid state.
The title compound ( Fig. 1) adopts an E configuration with respect to C14=N1 (bond distance: 1.288 (21) 2). There are very few weak short ring interactions found in the crystal system, but they are not significant to support the network since centriod-centroid distances are above 4 Å. Fig. 3 shows a packing diagram of the title compound viewed along b axis.
Experimental
The title compound was prepared by adapting a reported procedure (Karmakar et al., 2007) . 4-Benzyloxy-2-hydroxybenzaldehyde (0.4564 g, 2 mmol) was dissolved in methanol (30 ml). The solution was acidified with 5 drops of glacial acetic acid and hydrazine monohydrate (0.501 g, 1 mmol). The mixture was stirred for 1 h at room temperature. An yellow solution obtained was kept for crystallization for 3 days and the crystalline substance formed was seperated and washed with hexane and dried over P 4 O 10 in vacuo. This crystalline substance was recrystallized from dimethylformamide (20 ml) to give yellow needles of 4-benzyloxy-2-hydroxybenzaldehyde azine. The compound was obtained in 65% yield 
Refinement
All H atoms on C were placed in calculated positions, guided by difference maps, with C-H bond distances of 0.93 Å. H atoms were assigned U iso (H) values of 1.2Ueq(carrier). Omitted owing to bad disagreement were reflections (1 0 1) and (-1 0 1). H atom of O2-H2′ bond was located from difference maps and the bond distance is restrained to 0.84±0.02 Å. 
Computing details
Data collection: APEX2 (Bruker, 2004); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT (Bruker, 2004); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2010); software used to prepare material for publication: SHELXL97 (Sheldrick, 2008) and publCIF (Westrip, 2010).
Figure 1
ORTEP view of the title compound drawn with 50% probability displacement ellipsoids for the non-H atoms.
Figure 2
Hydrogen-bonding interactions in the crystal structure of C 28 H 24 N 2 O 4 .
Figure 3
Packing diagram of the compound along the b axis Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
5,5′-Bis(benzyloxy)-2,2′-[hydrazinediylidenebis(methanylylidene)]diphenol

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.38498 (9) 0.6629 (2) (7) 0.0034 (7) C11 0.0521 (10) 0.0609 (10) 0.0406 (8) −0.0033 (8) 0.0040 (7) −0.0020 (7) C12 0.0656 (12) 0.0687 (12) 0.0491 (10) 0.0157 (9) 0.0072 (8) 0.0002 (8) C13 0.0661 (11) 0.0682 (11) 0.0439 (9) 0.0128 (9) 0.0053 (8) 0.0059 (8) C14 0.0588 (11) 0.0715 (11) 0.0443 (9) −0.0005 (9) 0.0037 (8 
